Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.007 Å; R factor = 0.048; wR factor = 0.132; data-to-parameter ratio = 20.4.
The title compound, C 12 H 16 BrNO 2 S, adopts an L-shaped conformation with the central C-S-N-C torsion angle being À77.8 (3) . The crystal packing features N-HÁ Á ÁO hydrogen bonds, which lead to C(4) chains propagating in [010] ; the second O atom is involved in short intramolecular C-HÁ Á ÁO contacts.
Related literature
For related structures and background information on sulfonamides, see: Khan et al. (2010) ; Sharif et al. (2010) .
Experimental
Crystal data C 12 H 16 BrNO 2 S M r = 318.24 Monoclinic, P2 1 =c a = 11.2539 (5) Å b = 6.2575 (3) Å c = 19.9743 (10) Å = 97.214 (3) V = 1395.48 (11) Å 3 Z = 4 Mo K radiation = 3.09 mm À1 T = 293 K 0.24 Â 0.12 Â 0.08 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.218, T max = 0.529 12505 measured reflections 3199 independent reflections 1620 reflections with I > 2(I) R int = 0.048 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.132 S = 1.01 3199 reflections 157 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.52 e Å À3 Á min = À0.46 e Å À3 Table 1 Hydrogen bonds and short intramolecular contacts (Å , ). Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010). 
4-Bromo

Comment
The title sulfonamide has been prepared as a part of on-going structural studies of such compounds (Khan et al., 2010; Sharif et al., 2010) .
Overall, the molecule in (I), Fig. 1 , has an L-shaped conformation. This is best quantified in the C1-S1-N1-C7 torsion angle of -77.8 (3) °. When viewed down the spine of the benzene ring, the cyclohexyl group, with a regular chain conformation, appears almost side-on. With respect to the plane through the benzene ring, the O2 atom is roughly co-planar [the C2-C1-S1-O2 torsion angle is 18.8 (4) °]. By contrast, the O1 and N1 atoms lie to either side [C2-C1-S1-O1 = -109.1 (3) °a nd C2-C11-S1-N1 = 136.8 (3) °]. This conformation allows for the formation of two intramolecular C-H···O2 short contacts and it is not surprising that the O2 atom does not participate in significant intermolecular interactions. Supramolecular chains along the b axis are found in the crystal structure. These are mediated by N-H···O1 hydrogen bonding, Fig. 2 and Table 1 .
Experimental
To 4-bromobenzene sulfonylchloride (499 mg, 1.96 mmol) in distilled water (10 ml), was added cyclohexylamine (225 ml, 1.96 mmol) with continuous stirring at room temperature. The pH of the reaction mixture was maintained at 8 using a 3% sodium carbonate solution. The progress of the reaction was monitored by TLC. After the consumption of all the reactants, the precipitates were filtered, dried and crystallized using ethyl acetate to yield colourless prisms of (I), m.pt. 375 K.
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.93-0.98 Å) and refined as riding with U iso (H) = 1.2U eq (C). The N-bound H atom was refined with the distance restraint N-H = 0.88±0.01 Å, and with U iso (H) = 1.2U eq (N). In the final refinement two low angle reflections evidently effected by the beam stop were omitted, i.e. 1 0 0 and 0 0 2. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Br1 0.03064 (5) 
Geometric parameters (Å, °)
Br1-C4 1.893 (4) C7-C12 1.490 (5) S1-O2 1.427 (3) C7-C8 1.523 (5) S1-O1 1.431 (3) C7-H7 0.9800 S1-N1 1.591 (3) C8-C9 1.518 (8) S1-C1 1.769 (3) C8-H8A 0.9700 N1-C7 1.467 (5) C8-H8B 0.9700 N1-H1N 0.88 (3) C9-C10 1.475 (8) C1-C6 1.376 (5) C9-H9A 0.9700 C1-C2 1.378 (5) C9-H9B 0.9700 C2-C3 1.372 (5) C10-C11 1.499 (7) C2-H2 0.9300 C10-H10A 0.9700 C3-C4 1.366 (6) C10-H10B 0.9700 C3-H3 0.9300 C11-C12 1.517 (6) C4-C5 1.369 (5) C11-H11A 0.9700 C5-C6 1.368 (5) C11-H11B 0.9700 C5-H5 0.9300 C12-H12A 0.9700 C6-H6 0.9300 C12-H12B 0.9700 O2-S1-O1 119.11 (17) C8-C7-H7 108.1 O2-S1-N1 108.71 (17) C9-C8-C7 111.0 (4) O1-S1-N1 106.31 (17) C9-C8-H8A 109.4 O2-S1-C1 107.33 (16) C7-C8-H8A 109.4
Hydrogen-bond geometry (Å, °) 
